An efficient protocol to identify and describe species of Myzostomida is outlined and demonstrated. This taxonomic approach relies on careful identification (facilitated by an included comprehensive table of available names with relevant geographical and host information) and concise descriptions combined with DNA sequencing, live photography, and accurate host identification. Twenty-one new species are described following these guidelines:
Background
Estimations of Earth's biodiversity vary by orders of magnitude (e.g. Mora et al. 2011; Costello et al. 2012; Costello et al. 2013 ) and a proposed limitation to accurate assessments is a 'taxonomic impediment' (see Wheeler et al. 2004; Ebach et al. 2011) . This impediment encompasses a range of constraints (e.g. training, people power, publication impact) that prevent timely description of new species. One advocated aid is the use of online repositories for taxonomic work that can be regularly updated and peer reviewed (Wheeler et al. 2004; Godfray, 2007; La Salle et al. 2009; Maddison et al. 2012; Page, 2013; Parr et al. 2012) . Such a movement is beginning with an assortment of online tools available for taxonomists (SpeciesID-Zookeys, WORMS, EOL, BioNames). Yet, a formal taxonomic name is required to effectively link molecular data, geographic distributions, and other publications (Patterson et al. 2010) .
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